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Sample 4A2 06/2018
Class |
Allele Iternative allele |Alternative allele |Alternative allele [Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
A*|11:01 A*11:21N A*11:69N A*11:86 A*11:100 A*11:102 A*11:108 A*11:120 A*11:124 A*11:126 A*11:129 A*11:142 A*11:154 A*11:163 A*11:471 A*11:172 A*11:173 A*11:174 A*11:193 A*11:194 A*11:210N A*11:263 A*11:270 A*11:274 A*11:278 A*11:279
- A*11:280 A*11:292 A*11:295 A*11:303 A*11:306 A*11:311
A*[24:02 24:09N A24:11N A*24:40N A*24:76 A*24:79 A*24:83N A*24:144 A*24:150 A*24:1 A*24:154 A*24:155N A*24:163N A*24:183N A*24:231 A*24:249 A*24:250 A*24:251 A*24:263 A*24:264 A*24:265 A*24:266 A*24:267 A*24:268 A*24:269 A*24:270
- A*24:271 A*24:352 A*24:353 A*24:354 A*24:383 A*24:385 A*24:388N A*24:400 A*24:4 A*24:402 A*24:417 A*24:418 A*24:419 A*24:422 A*24:423 A*24:427N A*24:430N A*24:431
B*[18:01 [B*18:17N B*18:53 B*18:81 B*18:119 B*18:124 B*18:131 B*18:135 B*18:144 B*18:1 B*18:146 B*18:159 B*18:160
B*[35:01 |B*35:40N B*35:42 B*35:57 B*35:9 B*35:134N B*35:161 B*35:227 B*35:241 B*35:2 B*35:250 B*35:332 B*35:336 B*35:347 B*35:348 B*35:359 B*35:365 B*35:370 B*35:376 B*35:380 B*35:383 B*35:406
c*|04:01 C*04:09N C*04:28 C*04:30 C*04:4 C*04:79 C* C*04:84 C*04:106 C*04:144 C*04:146 C*04:161 C*04:162 C*04:165 C*04:195 C*04:226 C*04:267 C*04:274 C*04:275 C*04:277 C*04:287 C*04:289 C*04:295 C*04:298 C*04:306 C*04:308
- C*04:310 C*04:318 C*04:320 C*04:321 C*04:322 C*04:327 C*04:328 C*04:329 C*04:330 C*04:339 C*04:348 C*04:356 C*04:358
Cc*[05:01  [C*05:03 C*05:37 C*05:53 C*05:9 C*05:108 C*05:145 C*05:153N C*05:158 C*05:161 C*05:172 C*05:179 C*05:187 C*05:192 C*05:199
Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
DRB1*01:50 K DRB1*01:77 K DRB1*01:91Q |DRB1*01:95 B
DRB1*13:117 DRB1*13:190 DRB1*13:215 DRB1*13:233  |DRB1*13:251 DRB1*13:256  |DRB1*13:261 DRB1*13:263 |[DRB1*13:267  |DRB1*13:270  |DRB1*13:271 DRB1*13:272 |DRB1*13:273  |DRB1*13:274
DRB3*02:28 RB3'02:29N _ |DRB3*02:69 DRB3*02:71 DRB3'02:85 DRB3'02:86
DQA1*01:04 DQA1*01:05 DQA1*01:12 DQA1*01:18
DQB1*05:18 DQB1*05:27 DQB1*05:31 DQB1*05:32 DQB1*05:45 DQB1*05:84 DQB1*05:103  |DQB1*05:104 |DQOB1*05:107 |DQB1*05:133 |DQB1*05:137 |DQB1*05:139 |DQB1*05:144 |DQB1°05:148 |DQB1*05:150 |DQOB1*05:152  |DQB1*05:155 |DQB1*05:159 |DQB1'05:160 |DQB1*05:163 |DQB1*05:164 |DQB1*05:173 |DQB1*05:182 |DQB1*05:183 |DQOB1*05:184
DQB1*05:185N |DQOB1*05:190 |DQB1*05:193 |DQB1*05:194 |DQB1*05:195 |DQB1*05:197
DQB1*06:4 B1*06:44 DQB1*06:110 |DQB1*06:185 |DQOB1*06:187 |DQB1'06:218 |DQB1*06:221 DQB1*06:223 |DQB1*06:250 |DQOB1*06:253 |DQB1*06:272 |DQB1*06:279
DPA1*01:1 A1*01:17
DPB1*/02:01 DPB1*141:01 B1352:01 DPB1*414:01 DPB1*416:01 DPB1*461:01 DPB1*617:01 DPB1*640:01 DPB1*678:01 DPB1*700:01N |DPB1*723:01 DPB1*783:01 DPB1*786:01N |DPB1*799:01 DPB1*819:01 DPB1*845:01 DPB1*857:01 DPB1*861:01 DPB1*894:01N
DPB1+|04:01 DPB1*126:01 *350:01 DPB1*415:01 DPB1*459:01 DPB1*464:01 DPB1*534:01 DPB1*615:01 DPB1'618:01 DPB1*670:01 DPB1*699:01 DPB1*702:01 DPB1*754:01N |DPB1*755:01 DPB1*756:01N |DPB1*757:01 DPB1*765:01 DPB1*767:01 DPB1*784:01 DPB1*804:01 DPB1*813:01 DPB1*820:01 DPB1*824:01 DPB1*826:01 DPB1*849:01 DPB1*850:01
- DPB1*859:01 *878:01N_|DPB1*880:01 DPB1*882:01 DPB1*926:01 DPB1*932:01
Sample 4A2 07/2018
Class |
Allele Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
'02:01L A*02:09 A*02:43N A*02:66 A*02:] *02:83N A*02:89 A*02:97 A*02:132 A*02:1 A*02:140 A*02:24° A*02:252 A*02:256 A*02:266 A*02:291 A*02:294 A*02:305N *02:327 A*02:329 A*02:356N \*02: A*02:397 A*02:411 A*02:446
A*[02:01  |A*02:455 A*02:469 A*02:481 A*02:538 A*02:559 A*02:607 A*02:608N A*02:614 A*02:629 A*02:6: A*02:665 A*02:675N A*02:685 A*02:686 A*02:687 A*02:689 A*02:690 A*02:691N A*02:692 A*02:704 A*02:716 A*02:719 A*02:720 A*02:722 A*02:724
A*02:726 A*02:739 A*02:740 A*02:742 A*02:744 A*02:753 A*02:755 A*02:761 A*02:762 A*02:71 A*02:765 A*02:77¢ A*02:779 A*02:786 A*02:792N A*02:793N A*02:794 A*02:795 A*02:810 A*02:812 A*02:819 A*02:820 A*02:823 A*02:824 A*02:825
A*32:53 A*32:f A*32:61 A*32:6! A*32:74 A*32:103 A*32:106 A*32:110 A*32:111 A*32:11 A*32:116 A*32:117N A*32:121
B*15:102 B*15:104 B*15:140 B*15:146 B*15:201 B*15:227 B*15:228 B*15:247 B*15:320 B*15:321Q B*15:441 B*15:443 B*15:456 B*15:457 B*15:464 B*15:465 B*15:466 B*15:471 B*15:472 B*15:474 B*15:476 B*15:482 B*15:483N
B*44:02S B*44:19N B*44:27 B*44:6¢ B*44:118 B*44:187 B*44:243 B*44:262 B*44:267N B*44:270 B*44:279 B*44:292 B*44:301 B*44:303N B*44:306N B*44:311 B*44:313 B*44:315 B*44:321
C*03:20N C*03: C*03:171 C*03:205 C*03:206 C*03:207 C*03:227 C*03:237 C*03:312 C*03:327 C*03:341 C*03:357 C*03:370 C*03:372 C*03:378 C*03:380N C*03:383 C*03:418 C*03:421N C*03:422 C*03:432N C*03:460
C*05:03 C*05:: C*05:53 C*05:93 C*05:108 C*05:145 C*05:153N C*05:158 C*05:161 C*05:172 C*05:179 C*05:187 C*05:192 C*05:199
Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
DRB1*04:242 DRB1*04:243 DRB1*04:248 DRB1*04:254 DRB1*04:257 |DRB1*04:266N |DRB1'04:268 |DRB1*04:270
*14:01 *14:192 DRB1*14:202 *14:204 DRB1*14:207
02:28 *02:29N | DRB3*02:69 *02:7° DRB3*02:85 DRB3'02:86
01:01 *01:06 DRB4*01:09 01:7¢ DRB4*01:79 DRB4'01:85
*01:01 *01:05 DQA1*01:12 1°01:1
A1*03:01 *03:02 QA1*03:04
*03:09 *03:19 DQB1*03:21 *03:22 DQB1*03:24 DQB1*03:29 DQB1*03:35 DQB1*03:42 DQB1*03:49 DQB1*03:50 DQB1*03:51 DQB1*03:84N  |DQB1*03:94 DQB1*03:115 |DQB1*03:116 |DQOB1*03:164 |DQB1*03:165 |DQB1*03:169 |DQB1*03:182 |DQB1*03:191 DQB1*03:196  |DQB1*03:198 |DQB103:206  |DQB1*03:241 DQB1*03:243
*03:246 *03:253 |DQB1*03:264 *03:266 |DQB1*03:276N |DQB1*03:281 DQB1*03:284 |DQB1*03:285 |DQOB1*03:286 |DQB1'03:288 |DQB1*03:290 |DQB1*03:292 |DQB1*03:293 [DQB1°03:294 |DQB1*03:297 |DQOB1*03:302 |DQB1*03:309 |DQB1*03:312 |DQB1*03:317 |DQB1*03:326 |DQB1'03:328 |DQB1*03:329 [DQB1*03:330  |DQB1*03:331 DQB1*03:338N
*03:340N *03:3¢2  |DQB1*03:347 *03:350
*05:08 *05:10 DQB1*05:41N *05:42 DQB1*05:56 DQB1*05:78 DQB1*05:96 DQB1*05:108  |DQB1*05:149 |DQB1*05:161 DQB1*05:191
K *01:14 DPA1*01:17
DPA1*[02:01 *02:08
DPB1+|04:01 *126:01 DPB1*350:01 DPB1*415:01 DPB1*459:01 DPB1*464:01 DPB1*534:01 DPB1*615:01 DPB1'618:01 DPB1*670:01 DPB1*699:01 DPB1*702:01 DPB1*754:01N |DPB1*755:01 DPB1*756:01N_|DPB1*757:01 DPB1*765:01 DPB1*767:01 DPB1*784:01 DPB1*804:01 DPB1*813:01 DPB1*820:01 DPB1*824:01 DPB1*826:01 DPB1*849:01 DPB1*850:01
- *859:01 DPB1*878:01N |DPB1*880:01 DPB1*882:01 DPB1*926:01 DPB1*932:01
DPB1+[10:01 DPB1*650:01 DPB1*673:01 DPB1*902:01
Sample 4A2 08/2018
Class
Allele Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
A*[66:01 |A*66:08 A*66:17 A*66:29 A*66:31
A*|68:01  |A'68:11N A*68:33 A*68:96 A'68:144 A*68:152 A*68:164 A*68:167 A*68:176 A*68:177 A*68:188 A*68:190 A*68:191
*[41:02  |B*41:43
*[44:02  |B*44:02S B*44:19N B*44:27 B*44:66 B*44:118 B*44:187 B*44:243 B*44:262 B*44:267N B*44:270 B*44:279 B*44:292 B*44:301 B*44:303N B*44:306N B*44:311 B*44:313 B*44:315 B*44:321
*[07:04  |C*07:11 C*07:324 C*07:585 C*07:586 C*07:622 C*'07:674 C*07:693
*[17:03  [C*17:.01 C*17:02 C*17:37 C*17:38 C*17:39
llele Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
01:0° DRB1*01:50 DRB1*01:67 DRB1*01:77 DRB1*01:82 DRB1*01:91Q |DRB1*01:95 DRB1*01:98
Blanl
Blanl
Blanl
01:0° QA1*01:04 A1*01:05 DQA1*01:12 DQA1*01:18
05:01 QB1*05:18 B1*05:27 DQB1*05:31 DQB1*05:32 DQB1*05:45 DQB1*05:84 DQB1*05:103  |DQB1*05:104 |DQB1*05:107 |DQB1*05:133 |DQB1*05:137 |DQB1*05:139 |DQB1*05:144 |DQB1*05:148 |DQB1*05:150 |DOB1*05:152  |DQB1*05:155 |DQB1*05:159 |DQB1*05:160 |DQB1*05:163 |DQB1*05:164 |DQB1*05:173 |DQB1°05:182 |DQB1*05:183 |DQOB1*05:184
- QB1*05:185N B1*05:190 |DOB1*05:193 |DQB1*05:194 |DQB1*05:195 |DQB1*05:197
01:03 PA1*01:14 DPA1*01:17
PA1*02:08
PB1*162:01 DPB1*417:01 DPB1*462:01 DPB1*616:01 DPB1*733:01 DPB1*800:01N |DPB1*807:01 DPB1*810:01 DPB1*862:01N
DPB1+|04:01 PB1*126:01 DPB1*350:01 DPB1*415:01 DPB1*459:01 DPB1*464:01 DPB1*534:01 DPB1*615:01 DPB1'618:01 DPB1*670:01 DPB1*699:01 DPB1*702:01 DPB1*754:01N |DPB1*755:01 DPB1*756:01N |DPB1*757:01 DPB1*765:01 DPB1*767:01 DPB1*784:01 DPB1*804:01 DPB1*813:01 DPB1*820:01 DPB1*824:01 DPB1*826:01 DPB1*849:01 DPB1*850:01
- DPB1*859:01 DPB1*878:01N |DPB1*880:01 DPB1*882:01 DPB1*926:01 DPB1*932:01
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Sample 4A2 09/2018
Class |
Allele Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
A*02:09 A*02:43N A*02:66 A*02:] A*02:83N A*02:89 A*02:97 A*02:132 A*02:134 A*02:140 A*02:24° A*02:252 A*02:256 A*02:266 A*02:291 A*02:294 A*02:305N *02:327 A*02:329 A*02:356N *02:357 A*02:397 A*02:411 A*02:446 \*02:
A*[02:01  |A*02:469 A*02:481 A*02:538 A*02:559 A*02:607 A*02:608N A*02:614 A*02:629 A*02:642 A*02:665 A*02:675N A*02:685 A*02:686 A*02:687 A*02:689 A*02:690 A*02:691N A*02:692 A*02:704 A*02:716 A*02:719 A*02:720 A*02:722 A*02:724 A*02:726
A*02:739 A*02:740 A*02:742 A*02:744 A*02:753 A*02:755 A*02:761 A*02:762 A*02:763 A*02:765 A*02:77¢ A*02:779 A*02:786 A*02:792N A*02:793N A*02:794 A*02:795 A*02:810 A*02:812 A*02:819 A*02:820 A*02:823 A*02:824 A*02:825
A*[32:01  |A*32:53 A*32:54 A*32:61 A*32:68 A*32:74 A*32:103 A*32:106 A*32:110 A*32:111 A*32:114 A*32:11 A*32:117N A*32:121
B*[39:06 |B*39:132
B*|44:03 |B*44:278 B*44:280 B*44:281 B*44:298 B*44:302 B*44:309N B*44:310N B*44:324 B*44:325
c*|07:02 C*07:50 C*07:66 C*07:74 C*07:159 C*07:160 C*07:167 C*07:245 C*07:308 C*07:348 C*07:349 C*07:350N C*07:359 C*07:446 C*07:486 C*07:500 C*07:533 C*07:544 C*07:566 C*07:592 C*07:593N C*07:594 C*07:595 C*07:596 C*07:608 C*07:612
- C*07:661 C*07:665 C*07:666 C*07:667 C*07:675N C*07:676 C*07:684 C*07:686N C*07:688 C*07:703 C*07:704 C*07:707 C*07:722
Cc*[16:01  [C*16:58 C*16:97 C*16:100 C*16:111 C*16:112 C*16:118 C*16:137 C*16:146
Class Il
Allele Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
DRB1*07x DRB1*07:72 DRB1*07:79 DRB1*07:81 DRB1*07:85 DRB1*07:92 DRB1*07:93 DRB1*07:95 DRB1*07:96 DRB1*07:100
DRB1*11:231
DRB3*02:28 DRB3'02:29N | DRB3*02:69 DRB3*02:71 DRB3*02:85 DRB3'02:86
DRB4*01( DRB4*01:03N__ |DRB4*01:06 DRB4*01:09 DRB4'01:76 DRB4*01:79 DRB4'01:85
DQA1*02:
DQA1*05: DQA1*05:03 DQA1*05: DQA1*05:07 DQA1*05:08 DQA1*05:09 DQA1*05:11 DQA
DQB1*02: DQB1*02:04 DQB1*02: DQB1*02:09 DQB1*02:10 DQB1*02:48 DQB1*02:59 DQ *02:80 DQB1*02:81 DQB1*02:82 DQB1*02:89 DQB1*02:96N *02:97 DQB1*02:98 DQB1*02:99 DQB1*02:102 |DQB1*02:105 |DQOB1*02:106 |DQB1*02:107 |DQB1*02:108 |DQB1*02:109 |DQB1*02:110 [DQB1*02:111
QB1*02:112 *02:114  |DQB1*02:118 DQB1*02:120 DQB1*02:122 DQ *02:127  |DQB1*02:128 |DQB1*02:131 DQB1*02:133  |DQB1*02:136 *02:137  |DQB1*02:138
DQB1*03: *03:19 DQB1*03:: DQB1*03:24 DQB1*03:35 DQ *03:50 DQB1*03:51 DQB1*03:84N__|DQOB103:94 DQB1*03:115 *03:116 |DQOB1*03:164 |DQB1*03:165 |DQB1*03:169 |DQB1*03:182 |DQB1*03:191 DQB1*03:196  |DQB1*03:198 |DQOB103:206  |DQB1*03:241 DQB1*03:243
QB1*03:246 *03:253 |DQB1*03:264 DQB1*03:276N DQB1*03:284 DQ *03:288 |DQOB1*03:290 |DQB1'03:292 |DQB1*03:293  |DQB1*03:294 *03:297 |DQB1*03:302 |DQB1'03:309 |DQB1*03:312 |DQB1*03:317 |DQB1*03:326 |DQB1°03:328 |DQB1*03:329 |DQOB1*03:330  |DQB1*03:331 DQB1*03:338N
QB1*03:340N *03:3¢2  |DQB1*03:347
PA1*01:14 DPA1*01:17
PA1*02:08
PB1*104:01 DPB1*124:01 DPB1*351:01 DPB1*669:01 DPB1*675:01 DPB1*676:01 DPB1*704:01 DPB1*706:01 DPB1*728:01 DPB1*792:01N |DPB1*829:01 DPB1*855:01 DPB1*876:01N
PB1*649:01 DPB1*654:01 DPB1*672:01 DPB1*707:01 DPB1*732:01N |DPB1*907:01
Sample 4A2 10/2018
Class |
Allele Iternative allele [Alternative allele |Alternative allele [Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele [Alte allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
A*lo1:01 [A*01:01N A*01:04N A*01:22N A*01:32 A*01:37 *01:45 *01:56N A*01:81 A*01:87N A*01:103 A*01:107 A*01:109 A*01:132 A*01:141 A*01:142 X A*01:177 A*01:212 A*01:217 A*01:234 A*01:237 A*01:246 A*01:248Q A*01:249 A*01:251
- A*01:252 A*01:253 A*01:261 A*01:274 A*01:276 A*01:277 A*01:280 A*01:281 A*01:288 A*01:291 A*01:295 A*01:296 A*01:297
A*|03:01 :: glg A*03:20 A*03:21N A*03:26 A*03:37 A*03:45 A*03:78 A*03:112 A*03:118 A*03:129N A*03:132 A*03:134 A*03:162N A*03:182 A*03:220 A*03:279N A*03:291 A*03:292 A*03:293 A*03:301 A*03:302 A*03:304 A*03:312 A*03:313 A*03:315
B*08:109 B*08:173 B*08:178 B*08:182 B*08:183 B*08:191 B*08:194 B*08:207 B*08:221 B*08:222
B*35:42 B*35:57 B*35:94 B*35:134N B*35:161 B*35:227 B*35:241 B*35:245 B*35:250 B*35:332 B*35:336 B*35:347 B*35:348 B*35:359 B*35:365 B*35:370 B*35:376 B*35:380 B*35:383 B*35:406
c*|04:01 [C*04:09N C*04:28 C*04:30 C*04:41 C*04:79 C*04: C*04:84 C*04:106 C*04:144 C*04:146 C*04:161 C*04:162 C*04:165 C*04:195 C*04:226 C*04:267 C*04:274 C*04:275 C*04:277 C*04:287 C*04:289 C*04:295 C*04:298 C*04:306 C*04:308
- C*04:310 C*04:318 C*04:320 C*04:321 C*04:322 C*04:327 C*04:328 C*04:329 C*04:330 C*04:339 C*04:348 C*04:356 C*04:358
c*lo7:01 C*07:01Q C*07:06 C*07:18 C*07:52 C*07:153 C*07:166 C*07:337 C*07:343 C*07:419 C*07:458 C*07:588 C*07:591 C*07:607 C*07:610 C*07:615 C*07:617 C*07:618 C*07:619 C*07:621 C*07:623 C*07:624 C*07:657 C*07:658 C*07:682 C*07:685
- C*07:687 C*07:694 C*07:696 C*07:706 C*07:708 C*07:721
Class Il
Allele Iternative allele |Alternative allele |Alternative allele [Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele |Alternative allele
DRB1*[01:03
DRB1*|03: DRB1*03:124 DRB1*03:132 |DRB1*03:137 |DRB1*03:144 |DRB1*03:146 |DRB1*03:147 |DRB1*03:151 DRB1*03:152
DRB3*|01: DRB3*01:16 DRB3*01:43
DQAT*[01:f DQA A1*01:05 DQA1*01: DQA1*01:18
DQAT j@: DQA A1*05:05 DQA1*05 A1*05:07 DQA1*05:08 *05:0¢ DQA1*05: *05:13 DQA1*05:14
DQB1*[02:01 *02:04 DQB1*021 *02: DQB1*02:10 *02:4¢ DQB1*02: *02:64 DQB1*02:79 DQB1*02:80 DQB1*02:81 DQB1*02:82 DQB1*02:89 DQB1*02:96N _|DQB1*02:97 DQB1*02:98 DQB1*02:99 DQB1*02:102 |DQB1*02:105 |DQOB1*02:106 |DQB1*02:107 |DQB1*02:108 |DQB1*02:109 |DQB1*02:110 [DQB1*02:111
- *02:114  |DQB1*02:118 *02:119  |DQB1*02:120 *02:121 DQB1*02:122 *02:125 |DQB1*02:126 |DQB1*02:127 |DQB1*02:128 |DQB1*02:131 DQB1*02:133  |DQB1*02:136 |DQB1*02:137 |DQB1*02:138
DQB1+[05:01 *05:27 DQB1*05x *05: DQB1*05:45 *05:8¢ DQB1*05:103 *05:104 |DQB1*05:107 |DQB1*05:133 |DQB1*05:137 |DQB1*05:139 |DQB1*05:144 |DQB1°05:148 |DQB1*05:150 |DOB1*05:152 |DQB1*05:155 |DQB1*05:159 |DQB1*05:160 |DQB1*05:163 |DQB1*05:164 |DQB1*05:173 |DQB1*05:182 |DQB1*05:183 |DQOB1*05:184
- *05:190  |DQB1*05:193 *05:194  |DQB1*05:195 *05:197
DPA1*[01:03 *01:17
DPB1*/02:02 B1*721:01 DPB1*766:01
DPB1+|04:01 B1*350:01 DPB1*415:01 DPB1*459:01 DPB1*464:01 DPB1*534:01 DPB1*615:01 DPB1'618:01 DPB1*670:01 DPB1*699:01 DPB1*702:01 DPB1*754:01N |DPB1*755:01 DPB1*756:01N |DPB1*757:01 DPB1*765:01 DPB1*767:01 DPB1*784:01 DPB1*804:01 DPB1*813:01 DPB1*820:01 DPB1*824:01 DPB1*826:01 DPB1*849:01 DPB1*850:01
B1'878:01N_|DPB1*880:01 DPB1*882:01 DPB1*926:01 DPB1*932:01
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SCHEME 4A2 - AMBIGUOUS TYPING COMBINATIONS

over exons 2 and 3 for HLA Class | and exon 2 for HLA Class Il
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Release 3.35.0

SAMPLES 4A2 06-10/2018

Sample 4A2 06/2018

Locus inat Combination 2 Combination 3 Combination 4 Combination 5 Combination 6 Combination 7 Combination 8 Combination § Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 16 Combination 17
A 11:01 | 24:02 AT:04+A24:46 A1:12+A24:260 AT:19+A24:07:01 A127+A24:10:01 A11:39+A24:03:01G A11:88+A24550 AT117+A°24:235 A1:119:01+A 242101 ATT:178+A24:19 A1:190+A24:424 A11:224+A°24:145

B* 18:01 | 35:01 B718:07:01+8'35:20:01 B718:07:02+8'35:20:02 B718:11+8°35:24:01 B718:25+8'35:50 B'18:36+8'35:93 B718:43+8'35:280 B718:58+8'35:190 B718:68+8'35:197 B718:72:01+8'35:289 B'18:98+8°35:124 B718:105+5"35:32:02 | B'18:149+B°35:68:01

c* 04:01 | 05:01 C04:07:01+G05:141 C04:10:01G+C05:46 C04:15:02+C"05:64:02 C04:33+C°05:25 C04:103+C"05:78:01 C04:120+C"05:09:01 C04:129+C"05:29:01 C04:223:01+C"05:18:05 C04:223:02+C"05:18:01

DRB1* | 01:01 [ 1301 DRB1"01:03:01+DRB1"14:17 DRB1°01:16:01+DRB1"13:40 DRB1"01:20:01+DRB1"13:02:01G | DRB1°01:24:01+DRB1"13:20 DRB1"01:61+DRB1"14:30

DQA1* | 01:01 | 01:03

DQB1* | 05:01 | 06:03 | DQB1°05:11:02+DQB1°06:28 DQB10551+DQB1:06:31 DQB1°05:73+DQB1"06:199 DQB1°05:127+DQB1°06:30

DPA1* | 01:03

DPB1* | 02:01 | 04:01 | DPB1-04:02:01G+DPB1-33:01:01G | DPB1-23:01:01G+DPB1'81:01:01G | DPBI'51:01:01G+DPB1-71:01:01 | DPB1°642:01+DPB1-796:01

Sample 4A2 07/2018

Locus inat Combination 2 Combination 3 Combination 4 Combination 5 Combination 6 Combination 7 Combination 8 Combination § Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 16 Combination 17
A 02:01 | 32:01 A02:20:01+A°32:31 A02:24:02+A°32:28 A02:40:01+A°32:06 A02:45+A32:93 A02:81:01G+A'74:06 A02:90+A"32:08 A02:92+A"32:39

B* 15:01 | 44:02 BT15:14+8°44:91 B715:46+8'44:08 BT15:77+8'44:230 B715:128+B°44:51 B715:135+B8°44:176 BT15:154+8°44:41:01 B715:179:02+B°44:146 B715:183+6°44:34:02 B715:233+B°44:17 B715:256+8°44:09 B715:336+8°44:225 | B'15:347+B'44:84:01

c* 03:03 | 05:01 C03:04:01G+C 0555 C03:13:01G+C05:10 C03:18:01+C"05:58:01 C'03:18:02+C"05:58:02 C'03:18:03+C"05:56:04 C03:49+G°05:11 C03:55+G°05:39 C03:116:01+C"05:05:01 C03:151+C"05:86 C03:267+C"05:148 | C'03:268+C"08:02:01G | C03:414+G°05:18:01 | G'03:450+C"05:20

DRB1* | 04:01 | 14554 | DRB1-04:01:14+DRBI"14:01:01G, DRBI1°04:62+DRB1"14:23:04

DQA1* | 01:04 | 03:03

DQB1* | 03:01 | 05:03 | DQB1°03:01:38+DQB1:05:43:01 DQB1°03:73+DQB1°05:66:02 DQB1°03:194+DQB1°05:64

DPA1* | 01:03 | 02:01 DPAT°01:06:01+DPA1"02:03

DPB1* | 04:01 | 10:01 DPB1°08:01+DPB1-66:01 DPB1-23:01:01G+DPB1°470:01 DPB1°33:01:01G+DPB1-312:01 | DPBI°51:01:01G+DPB1°314:01 | DPB1"81:01:01G+DPB1"912:01 | DPBI*113:01+DPBI"150:01 | DPB1"129:01+DPB1°904:01 | DPB1*137:01:01G+DPB1°377:01 | DPB1°344:01+DPB1°398:01:01G | DPB1'626:01+DPB1-891:01

Sample 4A2 08/2018

Locus inat Combination 2 Combination 3 Combination 4 Combination 5 Combination 6 Combination 7 Combination 8 Combination 9 Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 16 Combination 17
A 66:01 | 68:01

B* 41:02 | 44:02 B741:03:02+8°44:211 B41552+8°4451

c* 07:04 | 17:03

DRB1* | 01:01

DQA1* | 0101

DQB1* | 05:01

DPA1* | 01:03 | 02:01 DPAT°01:06:01+DPA1"02:03

DPB1* | 01:01 | 04:01| DPBI-01:01:05+DPB1°278:01 DPB1°39:01:01G+DPB1°90:01:01 DPB1°65:01:01+DPB1°199:01 DPB1°89:01+DPB1-377:01 DPB1"150:01+DPB1°158:01 | DPB1°398:01:01G+DPB1-440:01

Sample 4A2 09/2018

Locus inat Combination 2 Combination 3 Combination 4 Combination 5 Combination 6 Combination 7 Combination 8 Combination § Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 16 Combination 17
A" 02:01 | 32:01 A02:20:01+A°32:31 A02:24:02+A°32:28 A02:40:01+A°32:06 A02:45+A32:93 A02:81:01G+A'74:06 A02:90+A"32:08 A02:92+A32:39

B* 39:06 | 44:03 B'39:34+8°44:29:01G B'39:42+8"44:47

c* 07:02 | 16:01 C07:31:01+C"16:06 C07:39+G°16:15:01 C07:514C'16:26 C07:216+C"16:35 C07:314:01+C"16:21

DRB1* | 07:01 [ 1103 | DRBI"07:31+DRBI*11:02:01G

DQA1* | 02:01 | 05:05

DQB1* | 02:02 [ 0301

DPA1* | 01:03 | 02:01 DPAT°01:06:01+DPA1"02:03

DPB1* | 03:01 | 11:01 | DPB1°203:01:02+DPB1-458:01

Sample 4A2 10/2018

Locus inati Combination 2 Combination 3 Combination 4 Combination 5 Combination 6 Combination 7 Combination 8 Combination 9 Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 16 Combination 17
A 01:01 [ 03:01 A01:06+A03:153 A0T:17+A03:08 A01:23+A03:164 A01:28+A03557 A01:98+A"03:150 A01:100+A03:63 A01:176+A°03:107 A01:194+A03:41 A01:196+A03:127 A01:221+A03:56 A03:97+A"36:04 | |

B* 08:01 | 35:01 B708:12:03+B°35:30 B708:13+8'35:115 B'08:21+8'35:93 B708:23+8°35:29:01 B708:32+8'35:49 B708:35+8'35:34 B708:37+8°35:04:01 B'08:50+8'35:218 B708:56:02+8'35:124 B708:60+5°35:68:01 B'08:71+8'35:64:02 | B'08:133+B'35:254 | B'08:180+B'35:25

c* 04:01 | 07:01 C04:04:01G+C07:176 C04:07:01+G 075531 C04:15:02+C"07:108:02 C04:294G°07:09 C04:54:01+C"07:28 C04:584G°07512 C04:61+G°07:165 C04:112+G 072701 C04:114+C 07559 C04:166:01+C"07:73:01

DRB1* | 01:03 | 03:01 DRB1"01:16+DRB1"13:27 DRB1°01:61+DRB1:03:05:01 DRB1°01:89+DRB1:03:15:01

DQA1* | 01:01 | 0501

DQB1* | 02:01 | 05:01 DQB1°02:47+DQB1"05:44

DPA1* | 01:03

DPB1* | 02:02 | 04:01 DPB1-24:01+DPB1-830:01 DPB1°33:01:01G+DPB1-100:01 DPB1-112:01+DPB1°302:01
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over exons 2 and 3 for HLA Class | and exon 2 for HLA Class II
please refer o - hipz/www.ebi.ac.ukipdimgUhla/ambig.imi

Release 3350
SAMPLES 4A2 06-1012018
Sample 4A2 0612018
Locus binati Combination 2 Combination 3 Combination & Combination 5 Combination & Combination 7 Combination 8 Combination § Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 17
- ATT0107:A 240202 AT104:A 2446 AT112:A 24260 AT119:A 240701 AT127-A 241001 A1139:A240301G AT188:A 2450 ATT117:A 24235 ATT11901-A 242101 ATT178:A 2419 ATT190:A 24424 A1224:A 24185
" B7180106-5'350104 57180701+6°35:2001 57180702:5'352002 B718:11+6°35:2401 5718:25:5'3550 518:36-5'3593 518:43:5°35:280 B18:58:8°35:190 B1868-8°35:197 5187201+6°35289 B1898:5°35124___| B'16:105+8'353202 | B'16:149+8'356801
" GT0401:72+G 050123 C'040701+G'05:141 CT04:1001G+G 0546 C104:1502:G"0564:02 C10433:G'0525 C104:103+C"05:78:01 C104:120+G"05:09:01 C104:129+G 05:29.01 C10422301+C'05:1805 C10422302+:G 051801
RB1" DRB1'010301+DRB1" 1417 DRBT01:1801+DRB1"1340__| DRB1"0120:01+DRBT'130201G |_DRB1'0124:01+DRBT'1320 | _DRB1'0161+DRB1 1430
QAT
QBT DOBT70501:14:0Q810603:18_| _DGB105:1102-D0B1°0628 DOB170551+DQB1°0631 DOB170573+DQB1°06:199 _| _DGB1"05:127-D0B1°0630
PA1~
PBI™ 040101 | DPBT "33:01:01G | DPBT* "81:01:01G | DPBT 710101 | _DPB1'64201-DPB178601
Sample 4A2 07/2018
Locus|_Combination 1 Combination 2 Combination 3 Combination & Combination 5 Combination & Combination 7 Combination 8 Combination § Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 17
enst
- [32: A'0220:01+A'3231 A0224:02:A'32:28 A0240:01+A'32.06 A0245:A'32.93 A'02:81:01G+A'74:06 A02:90+A32:08 A'02:92:A°32:39
" 51501 44:5'44.0209 B1514:84491 51546:5'44.08 B15.77:8'44230 B15:128:8'4451 B15:185:8'44:176 B15:154:8°44:4101 B15179.02:8°44:146 B15:183:8'4434:02 B15233:8'4417 B15256+8'4409 B15336:6'44:205 | B15847+B'448401
" C10303:12:G 050123 C1030352+:G 050180 C1030401G+C 0555 C103:1301G:G05:10 C103:1801+G"05:5801 C103:18:02+G 0558:02 C103:1803+C"0558:04 C103:49:G05:11 C10355+G"0589 G103:116:01+G"05:0501 G103:151+G"0586 G103267+G"05:148 | C'03268+G"08:02:01G | G'03:414+C"05:1801 C103:450+G"0520
RB1-
QAT
QBT DOB1°030138+DQB1"05:43:01 DQB1703:73+DQB1"0566:02 DOB1703:194-D0B1°05564
PAT” DPA1'01:03.03+DPAT'020102G_| _ DPAT'0106:01+DPA1"02:08
PBI™ DPB102.0102G+DPB1"125:01 DPB1°08:01+DPBT'6601 DPBT 47001 | OPBI™ 31201 | OPBI™ 31401 | DPBI" 791201 | DPB1"113.01+DPB1"150:01 | DPBT'129.01-DPBT'80401 | DPB1"137.0101G+DPB1"377.01 | DPB1'34401+DPB1"398.0101G | DPB1'626:01+0PB1'89101
Sample 4A2 0812018
Locus|_Combination 1 Combination 2 Combination 3 Combination & Combination 5 Combination & Combination 7 Combination 8 Combination § Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 17
680102
440201 5410302:5°44211 B4150:84451
170301
020102
040101] _DPB1010105-DPB1"27801 _| DPBT'390101G-DPBI"900101 | DPB1'650101-DPB1"19901 | _DPB189.01+DPB1377:01 _| DPB1150.01+DPB1 15601 | DPB1'3980101G-DPBT 44001
Sample 4A2 0912018
Tocus| G 1 Combination 2 Combination 3 Combination & Combination 5 Combination & Combination 7 Combination 8 Combination § Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 17
(consens!
" [0201 A022001+A3231 A0224:02:A'3228 A024001-A'3206 A0245:A3293 A028101GA 7406 A0290:A'3208 A0292:A'3239
" [3906 539.0601-5'4403.02G 63934:8'442901G 53942.5"44:47
7 C'070204+G" 160180 C1070209+C" 160102 G'073101+G16:06 C0739:G'16:1501 G0751:G'1626 C07216:C" 1685 C0731401:C"1621
RB1- DRBT0731+DAB1"11:0201G
QAT
QBT
PAT” DPAT"010303+DPAT'020102G_| _ DPAT'010601+DPAT"02:08
PB1 DPB1°203:0102-DPB1"458:01
Sample 4A2 1012018
Locus| Combina Combination 2 Combination 3 Combination & Combination 5 Combination & Combination 7 Combination 8 Combination § Combination 10 Combination 11 Combination 12 Combination 13 Combination 14 Combination 15 Combination 17
(consensus)
- 01:0101 [ 030101 A'010126+A'03:01:38 A'0106+A'03:153 A0117+A'03.08 A'0123:A'03:164 A'0128+A'0357 A'0198+A'03:150 A'01100+A'03:63 A'01176+A°03:107 A01194:A°03:41 A'01196+A°03:127 A'01221+A'0356 A03.97+A'36:04
" [080101[350101 508:0108-5'350115 50801 11-5'350146 508:0132:5:350104 508:12.03:5'3530 B08:18:8°35:115 50821-5'3593 508:23.5°3529.01 508:32:5°3549 508:35-5'3534 508:37+6°35:0401 B0850-5'35218 | B'0856:02+8'35:124 | B'0860+B'3568:01 | B08.71+8°8564:00 508:180:8°3525
i 070101 C'040108+C"07.0149 C1040123:C 070174 C1040130:C07.01:12 G1040143:G"07.01:05 C10401:72:G"07:0123 CT040401G+C 07176 C1040701+G"07531 C104:1502+:G 0710802 C10429:G"07.08 C1045401+G"0728 C10458:C07512 GT04561+G07:165_| C04:112:G'072701 | G'04:114:G 07559 CT04:166:01+G07.7801
RB1" 030101 | __DRB1'01:16+DRB1"1327 DRBT0161+DAB1"03:05:01 DRB1°0189+DAB1"03:15:01
QAT 050101
QBT 050101 |_DQB17020103:DG810501:12 DOBT702:47+DGB1°05:44
PAT
PBI™ 040101| __DPB1'2401-0PB1'83001 DPB1°33:0101G+-DPB1"10001 DPB1"11201-DPB1302:01
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